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Master of Science, Pathobiology, University of Arizona (Tucson, AZ, USA)
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SCIENTIFIC DEGREES
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Umbhabilitation, Human Genetics, University Medical Center Gottingen
Habilitation, Human Genetics, University of Wirzburg (Prof. T. Haaf)
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PROFESSIONAL CAREER AFTER COMPLETING DEGREE

Since 2026
Since 2025
Since 2025
Since 2024
Since 2022
2021-2022

2018-2021

2014-2018

Professor of Genetics of Hearing, University Medical Center Gottingen
Visiting scientist, Harvard Medical School, Boston, MA, USA

Visiting scientist, The Broad Institute, MIT & Harvard, Cambridge, MA, USA
Accepted into the Heisenberg Program (German Research Foundation)
Group Leader

Fellow, Institute for Auditory Neuroscience & InnerEarlLab, University Medical
Center Gottingen

Junior Group Leader, TUbingen Hearing Research Center, University of
Tlbingen

Postdoctoral fellow, Institute of Human Genetics, University of Wirzburg

MISCELLANEOUS Further Scientific Activities (selected)
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Since 2026

Since 2025

Since 2025
Since 2025

Since 2025
Since 2025
Since 2024

Since 2024

International Rare Diseases Research Consortium (IRDIRC) Task Force on
Optimizing the Use of Data Sources and Registries

Nominated by the German Society of Human Genetics as an expert for
amending the pediatrics directive for newborn hearing screening in Germany
Nominated by the German Society of Human Genetics to amend the German
S2k Guidelines for Cochlear Implant Treatment

Coordinator of the ClinGen Splicing Working Group

Member of the ClinGen/AVE (Atlas of Variant Effects) Functional Data
Working Group

Scientific Advisory Board for the Cure KARS — Laia Foundation

Associate Editor, Molecular Syndromology

Establishment of the Center for Rare Hearing Disorders within the Centers
for Rare Diseases framework at UMG

Medical and Scientific Advisory Board of The SPATA Foundation


tel:+495513851337

Since 2023 Developer and study manager for the “Hereditary Hearing Impairment

Patient Registry” for patients with Otoferlin (OTOF) and CABP2 associated
hearing impairment. ClinicalTrials.gov IDs: NCT05946057, NCT06680934

Since 2023 Member of the Atlas of Variant Effects Alliance

Since 2022 Associate Editor, Journal of the Association for Research in Otolaryngology
Since 2022 Genomics England PanelApp Gene Reviewer for Auditory Neuropathy
Since 2022 Genomics England PanelApp Gene Reviewer for Hearing Loss

Since 2021 Member of the Consortium for Gene Diagnostics

Since 2019 Member of the ClinGen Hearing Loss Variant Curation Expert Panel

Since 2019 Member of the ClinGen Hearing Loss Gene Curation Expert Panel
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